5/2020
7 Left ventricular ejection fraction (Pirruccello, 2020)

James Pirruccello, et al.
Nature Communications

STUDY SUMMARY
Identifioation of 22 genetic variants associated with the heart’s left ventricular ejection fraction [LVEF).

YOUR RESULT STUDY DESCRIPTION
The human heart is a muscle that pumps blood throughout the body. It consists of 4 chambers: 2 atria [left and right] and 2 ventricles (left and right). Blood that has been
enriched with oxygen in the lungs enters the left atrium and then flows into the left ventricle from where it's pumped to all other parts of the body. When the left ventricle
5t h contracts, not all blood is ejected and some remains inside of the ventricle. Left ventricular ejection fraction [LVEF) is caloulated by dividing the blood wolume that leaves the left
. :ifii::r:i ventricle when the heart muscles contract by the blood volume that remains inside the left ventricle. A normal left ventricular ejection fraction (LVEF) ranges from BB% to 70%. To
predisposition to bigger left identify genetic variants associated with LVEF, this genome-wide association study examined over 36,000 individuals of European ancestry. The study identified 22 genetic
ventricular ejection fraction

variants including variants near genes that are responsible for the flexibility of the heart's muscle (TTN) and genes associated with the immune system. Together these variants
explain ~ 31% of LVEF heritability. The study also found that a high polygenic score for LVEF was strongly correlated with the risk of dilated cardiomyopathy. This condition
describes a heart muscle that is too stretched thin and cannct pump efficiently.

DID YOU KNOW?

Stress increases heart rate and blood pressure, both of which can negatively impact the health’s health. Taking steps to control stress through activities such as meditation, exercise, and therapy may be
effective in decreasing the risk of various heart conditions.

YOUR DETAILED RESULTS

To calculate your genetic predisposition to bigger left ventricular ejection fraction we summed up the effects of genetic variants that were linked to bigger left ventricular ejection fraction in the study that
this report is based on. These variants can be found in the table below. The variants highlighted in green have positive effect sizes and increase your genetic predisposition to bigger left ventricular ejection
fraction. The variants highlighted in blue have negative effects sizes and decrease your genetic predisposition to bigger left ventricular ejection fraction. Variants that are not highlighted are not found in your
genome and do not affect your genetic predisposition to bigger left ventricular ejection fraction. By adding up the effect sizes of the highlighted variants we caleulated your polygenic score for bigger left
ventricular ejection fraction to be -1.38. To determine whether your score is high or low, we compared it to the scores of 5,000 other Nebula Genomics users. We found that your polygenic score for bigger left
ventricular ejection fraction is in the Bth percentile. This means that it is higher than the polygenic scores 8% of people. We consider this to be a very low genetic predisposition to bigger left ventricular
ejection fraction. However, please note that genetic predispositions do not account for important non-genetic factors like [ifestyle. Furthermore, the genetics of most traits has not been fully understood yet
and many assoclations between traits and genetic variants remain unknown. For additional explanations, click on the column titles in the table below and visit our Nebula Library tutorial.
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