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STUDY SUMMARY
This report is based on a study that discovered 6 genetic variants associated with irritable bowel syndrome.

YOUR RESULT STUDY DESCRIPTION

Irritable bowel syndrome [IBS) is a chronic condition that can cause abdominal cramping, bloating, and a change in bowel habits.

Some people with the disorder have constipation, others have diarrhea, and some go back and forth between the two. Although
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IBS can cause a great deal of discomfort, it does not harm the intestines. Overall, IBS is a common condition thought to affect
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. between 10 and 16% of people in the United States. This genome-wide association study of over 486,000 individuals of European
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predisposition to irritable ancestry sought to better understand how genetics affect an individual’s predisposition to developing IBS. Researchers identified 6 5o ., cause ext dlistrass in the stomach and
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regions of the genome associated with IBS, including many previously connected to anxiety. Genes located in these regions, Bowels
including NCAM1, CADM2, and PHF2, suggest a deep connection between the brain and the gut.

DID YOU KNOW?

While food affects everyone differently, for those with IBS, certain culinary culprits appear to be especially problematic, including alcohal, caffeine, dairy, and fried foods.

YOUR DETAILED RESULTS

To calculate your genetic predisposition to irritable bowel syndrome we summed up the effects of genetic variants that were linked to irritable bowel syndrome in the study that this report is based on. These
variants can be found in the table below. The variants highlighted in green have positive effect sizes and increase your genetic predisposition to irritable bowel syndrome. The variants highlighted in blue have
negative effects sizes and decrease your genetic predisposition to irritable bowel syndrome. Variants that are not highlighted are not found in your genome and do not affect your genetic predisposition to
iritable bowel syndrome. By adding up the effect sizes of the highlighted variants we caleulated your polygenic score for irritable bowel syndrome to be 0.2B. To determine whether your score is high or low,
we compared it to the scores of 5,000 other Nebula Genomics users. We found that your pelygenic score for irritable bowel syndrome is in the 67th percentile. This means that it is higher than the polygenic
scores B7% of people. We consider this to be an above average genetic predisposition to irritable bowel syndrome. However, please note that genetic predispositions do not account for important non-genetic
factors like lifestyle. Furthermore, the genetics of most traits has not been fully understood yet and many associations between traits and genetic variants remain unknown. For additional explanations, click
on the column titles in the table below and visit our Nebula Library tutorial.

VARIANTD YOUR GENOTYPED GENED EFFECT SIZEQ VARIANT FREQUENCY® SIGNIFICANCED
rs2736166_C @r G/C BAGE 0.06 (1) 48% 388 x 100
rs1248826_A @ AfC CADM2 0.05 1) % 120 %109
rs10166602_A @ AfG PHF2, FANM20A0S 0.04 (1) 63% 436 x 10
rs7106434_T £ T/C NCAMA1 0.04 (1) 1% 319 x 108

rs@B613619_A @ AfA DOCKg 0.04 (1) 62% 3.00 x 1078



