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STUDY SUMMARY

Identification of B34 genetic variants associated with the HDL cholesterol level in the blood and analysis of its contribution to the risk of coronary heart disease.

YOUR RESULT STUDY DESCRIPTION

Coronary heart disease [CHD) is a condition that develops when the heart's arteries cannot supply enough oxygen to the heart muscle. Coronary heart disease is the leading cause
of death in the United States. It ocours when plague builds up in the heart’s arteries and blocks the blood flow to the heart. Arterial plague consists of multiple substances that
airculate in the blood. One of the substances that the study examined is HOL [high-density lipoprotein] cholesterol, also known as the “good” cholesterol. To this end, this study

82nd

PERCENTILE

. . analyzed genetic data of over 440,000 individuals of European descent to identify genomic regions associated with HDL cholesteroflevels in the blood. The researchers identified
ve average genetic

predisposition to higher B34 genetic variants, including 383 novel variants, associated with HOL cholesterol levels. The analysis showed that a high HDL cholesterol level is associated with a decreased risk

HDL cholesterol leuel of coronary heart disease. However, this association weakened when the researchers considered all fats and proteins in the study. The study results still suggest that HDL

cholesterol plays an impartant role in the development of heart disease.

DID YOU KNOW?

HOL cholesterol is often called the "good” cholestercl because it helps your body remove other types of cholesterol from the bloodstream. Some ways to boost HOL cholesterol levels include exercise and a
diet low in trans fats.

YOUR DETAILED RESULTS

To calculate your genetic predisposition to higher HDL cholesterol level we summed up the effects of genetic varlants that were linked to higher HDL cholesterol level in the study that this report is based on.
These variants can be found in the table below. The variants highlighted in green have positive effect sizes and increase your genetic predisposition to higher HDL cholesterol level. The variants highlighted in
klue have negative effects sizes and decrease your genetic predisposition to higher HDL cholesterol level. Variants that are not highlighted are not found in your genome and do not affect your genetic
predisposition to higher HOL cholesterol level. By adding up the effect sizes of the highlighted variants we calculated your polygenic score for higher HDL cholesterol level to be 0.86. To determine whether
your score is high or low, we compared it to the scores of b,000 other Nebula Genomics users. We found that your polygenic score for higher HDL cholesterol level is in the 82nd percentile. This means that it is
higher than the polygenic scores 82% of people. We consider this to be an above average genetic predisposition to higher HDL cholesterol level. However, please note that genetic predispositions do not
account for important non-genetic factors like lifestyle. Furthermore, the genetics of most traits has not been fully understood yet and many associations between traits and genetic variants remain unknown.

For additional explanations, click on the column titles in the table below and visit our Nebula Library tutorial.
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