STUDY SUMMARY
Identification of 203 generic variants associated with corneal hysteresis, a measure of the "shock-absorbing” ability of the cornea.
YOUR RESULT STUDY DESCRIPTION

The cornea is a dome-shaped "window” covering the front part of the eye. It serves to both protect the eye and focus light to help us see. Damage to the cornea can be

detrimental to eyesight, so doctors commonly use a number of metrics to measure the cornea’s health. One metric is corneal hysteresis, which is a measure of the “shock-
44t h absorbing™ ability of the cornea. Decreased corneal hysteresis has previously been connected to glaucoma and other disorders of the eye. This genome-wide association study of
:EZ(;E ::'!i over 100,000 individuals of European ancestry sought to identify variants associated with corneal hysteresis. The study found 203 genetic variants nearly all of which are newly-
predisposition to larger discovered. Some of the identified variants are near genes that play a role in the production of collagen, a substance that provides structure to the eyes and many other tissues in
corneal hysteresis the body.

DID YOU KNOW?

Corneal transplants are the most common type of transplant surgeries, with nearly 60,000 performed each year.

YOUR DETAILED RESULTS

To calculate your genetic predisposition to larger corneal hysteresis we summed up the effects of genetic variants that were linked to larger corneal hysteresis in the study that this report is based on. These
variants can be found in the table below. The variants highlighted in green have positive effect sizes and increase your genetic predisposition to larger corneal hysteresis. The variants highlighted in blue have
negative effects sizes and decrease your genetic predisposition to larger corneal hysteresis. Variants that are not highlighted are not found in your genome and do not affect your genetic predisposition to
larger corneal hysteresis. By adding up the effect sizes of the highlighted variants we caleulated your polygenic score for larger corneal hysteresis to be 0.76. To determine whether your score is high or low,
we compared it to the scores of 5,000 other Nebula Genomics users. We found that your polygenic score for larger corneal hysteresis is in the 44th percentile. This means that it is higher than the polygenic
scores 44% of people. We consider this to be an average genetic predisposition to larger corneal hysteresis. However, please note that genetic predispositions do not account for important non-genetic
factors like lifestyle. Furthermore, the genetics of most traits has not been fully understood yet and many associations between traits and genetic variants remain unknown. For additional explanations, click

on the column titles in the table below and visit our Nebula Library tutorial.
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