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STUDY SUMMARY
Discovery of 27 genomic regions associated with cerebral small vessel disease.

YOUR RESULT STUDY DESCRIPTION

Like all other organs and tissues across the body, the brain needs a constant supply of blood to receive oxygen and nutrients. Cerebral small vessel disease is a condition that

941: h results from damage to the small blood vessels in the brain. The disease can affect the brain function, eventually leading to cognitive decline and problems with muscle
PERCENTILE
High genetic predisposition

o eerebral small vessel of the identified variants have previosly been associated with predisposition to high blood pressure.
disease

coordination. This study examined the genetic predisposition to cerebral small vessel disease by analyzing genetic data from over b0,000 individuals of European and African-

American ancestry. A total of 27 unique regions of the genome were linked to cerebral small vessel disease, 18 of which have not been previously identified. Interestingly, over half

DID YOU KNOW?

Cerebral small vessel disease has been shown to contribute to the risk of stroke. Roughly 26% of all strokes may be attributable to the condition. It is also believed to slow recovery in individuals that suffered a
stroke.

YOUR DETAILED RESULTS

To calculate your genetic predisposition to cerebral small vessel disease we summed up the effects of genetic variants that were linked to cerebral small vessel disease in the study that this report is based
on. These variants can be found In the table below. The variants highlighted in green have positive effect sizes and increase your genetic predisposition to cerebral small vessel disease. The variants
highlighted in blue have negative effects sizes and decrease your genetic predisposition to cerebral small vessel disease. Variants that are not highlighted are not found in your genome and do not affect your
genetic predisposition to cerebral small vessel disease. By adding up the effect sizes of the highlighted variants we calculated your polygenic score for cerebral small vessel disease to be 1.63. To determine
whether your score is high or low, we compared it to the scores of 5,000 other Nebula Genomics users. We found that your polygenic score for cerebral small vessel disease is in the 84th percentile. This means
that it Is higher than the polygenic scores 94% of people. We consider this to be a high genetic predisposition to cerebral small vessel disease. However, please note that genetic predispositions do not
account for important non-genetic factors like lifestyle. Furthermore, the genetics of most traits has not been fully understood yet and many associations between traits and genetic variants remain unknown.

For additional explanations, click on the column titles in the table below and visit our Nebula Library tutorial.

VBRIANTED YOUR GENOTYPED EFFECT SIZED VARIANT FREQUENCYT SIGNIFICANCE®
rs34974280 _A 6/6 0410 (-) 19% 2,69 x 1074
rs769B872_A C/A 010 (1) 10% 3.81x 102
rs6603417_C cfc 0.06 (1) B63% 343 x 10-®
rs12821170_A AfA 0.06 (1) 58% 982 x10-®
rs6040640_G TT 0.04 (=) % 747 x 10-®
rs73923006_6 G/@ 0.06 (1) % 2.00 x 10-%
rs6797002_C cifc 0.06 (1) 73% 818 x 10
rs4630220_G G/6 0.06 (1) 1% 146 x 10°8
rs7603972_A AjG 0.07 (1) 87% 223 %1078
rs10786772_G G/A 0.04 (1) 64% 166 x 10-2
rs17206972_T G/8 0.06 [-) 20% 476 x 10-2
rs62172472_G 6/06 0.06 (1) 79% 367 x 101
rs2303666_T T/T 0.06 1) 78% 403 x 101
rs1048048_C c/T 0.04 (1) B56% 147 x 100
rs1286847_T T/T 0.04 (1) B56% 1.24 x 10-1
rs73184312_G 6/6 0.04 (1) 72% 218 x 109
rs71471298_T c/T 0.06 (1) " 272 x 10-2
rs66940034_G AfA 0.04 (-) 20% 449 x 109
rs6640873_A AjC 0.03 (1) B1% 137 x 108
rs7167699_C cfc 0.04 (1) 29% 149 x 1078
rs1126731_G T/6 0.05 (1) 70% 2.01x 108
rs6762197_C cfo 0.04 (1) 71% 2,67 x 108
rs12443113_6 6/6 0.03 (1) B6% 342 x 108
rs11249946_A G/6 0.03 (-) 36% 3.60 x 108
rs72680374_T T/A 0.03 (1) B3% 5.465 x 108
rs7004826_T T/T 0.03 (1) 7% 918 x 108

rs786921_A 6/6 0.03 [-) 60% 262 %107



