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STUDY SUMMARY

This report is based on a study that discovered 282 genetic variants associated with an individual’s age at first sexual intercourse. \',//J (
YOUR RESULT STUDY DESCRIPTION =
~—N
Sexual activity is a basic and natural part of our development as humans. By 18 years of age, roughly 65% of individuals have had The age at which an individual has sex for the first

sexual intercourse, and that number rises to nearly 83% by the age of 2b. The age that an individual begins having sexual time is influenced by genetics.

84th

intercourse can have implications on their reproductive health, development, mental health, and various behaviors. While many

PERCENTILE
. . factors influence an individual’s age at the time of first sexual intercourse, genes also play a role in when we first have sex. This genome-wide association study set out to identify
ve average genetic
pradisposition to okler age genetic markers associated with the age at which people first have sex. After examining the age at first sexual activity of over 380,000 individuals [males and females) of

at first sexual intercourse European ancestry, scientists found associations with 282 regions of the genome. A few of the genes identified by this study are CGA, which helps control sexual development

signals, and KLF17, which is involved in the maturity of eggs within the ovaries. The genetic markers identified by this study may explain nearly B% of the variability in the age at

first intercourse.

DID YOU KNOW?

A 2012 study found that a later start of sexual activity is associated with higher educational attainment and higher income during adult years.

YOUR DETAILED RESULTS

To calculate your genetic predisposition to older age at first sexual intercourse we summed up the effects of genetic variants that were linked to older age at first sexual intercourse in the study that this
report is based on. These variants can be found in the table below. The variants highlighted in green have positive effect sizes and increase your genetic predisposition to older age at first sexual intercourse.
The variants highlighted in blue have negative effects sizes and decrease your genetic predisposition to older age at first sexual intercourse. Variants that are not highlighted are not found in your genome
and do not affect your genetic predisposition to older age at first sexual intercourse. By adding up the effect sizes of the highlighted variants we calculated your polygenic score for older age at first sexual
intercourse to be -0.47. To determine whether your score is high or low, we compared it to the scores of 6,000 other Nebula Genomics users. We found that your polygenic score for older age at first sexual
intercourse is in the 84th percentile. This means that it is higher than the polygenic scores 84% of people. We consider this to be an above average genetic predisposition to older age at first sexual
intercourse. However, please note that genetic predispositions do not account for important non-genetic factors like lifestyle. Furthermore, the genetics of most traits has not been fully understood yet and

many assoclations between traits and genetic variants remain unknown. For additional explanations, click on the column titles in the table below and visit our Nebula Library tutorial.
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rs12204714_C c/T ESR1 -0.03 (1) % 800 x 10"
rs10922007 _A T BARHLZ -0.02(-) 46% 6.90 x 1028
rsM2623696_T c/c CADNZ -0.02 () % 750 x 102
rs6719762_T c/C - 0.02 (-) B53% 170 x 10728
rs2188161_G G/G SEMAZF 0.02 [1) % 5.30 x 1027
rs6637831_6 AfA 16SF -0.02[-) 53% 640 x 10-28
rs369243_T T/C MIR4432HG 0.02 (1) 39% 2.00 x 1024
rs12663396_T T/T LINCOOA481 0.02 (1) £ 170 x 10-3
rs7783012_G GfA FOXP2 0.02 (1) M% 2.90 x 10°%2
rsBE2462868_C / RHOA 0.03(-) 1% 3.60 x 10°%
rs3896224_A G/G SORCS3 -0.02 (-) 59% 2.30 x 10-2!
rs12744692_A AfA LINCOOS71 0.02 (1) 73% 1.20 x 10-20
rs36608442_C C/CA CANKMT 0.02 (1) 38% 7.70 x 1020
rs72368339_6 G/6 KCNG2 0.02 (1) 7% 370 x 10 %
rsd702_6 GfA FURIN -0.02 [4) % 710 % 10-%
rs12623398_T T/A HCNA -0.02 [4) % 140 x 107
rs377604807_C c/c MADAL1 -0.02 [4) % 180 x 107
rs12714702_A AfA C3orf3s 0.02 (1) 16% 270 x10°7
rs2612029_T T/C CACNAID -0.02 [4) 16% 7.80 x10°7
rs11720080_G 6/6 - -0.02 [{) 83% 8.00 x 107
rs1991661_C c/c LOC1019209229 -0.02 [4) 38% 970 x10°7
rs1392816_C cj/c PDE4B -0.02 [4) 1% 160 % 10°%
rs1BATT96_G G/G TFAP2D -0.03 [4) 2% 220 x107%
rs76716069_G G/6G LINCO1650 0.02 (1) 79% 8.30 x 10°®
rs7E7B189_G AfA ZRK -0.02(-) M% 8.20 x 10-%
rs7079070_G AfA LRRC27 0.02 () BB6% 9.60 x 107
rs7B613770_T T/T LINCD1672 -0.02 [4) 7% 210 x 10-®
rs34880764 A A [ AB LOC101928497 0.02 (1) 38% 2.30 x 10-%®
rs61866978_T T/C ZNFB1BA 0.02 (1) B6% 290 x 10-®
rs62180269_T T DBILBP2 -0.02 [4) 78% 570 x10™®
rs113367286_C cfc MKRNA -0.02 [4) 72% 870 x10°®
rs12147463_G G/6 - 0.02 [1) 2% 1.00 x 10°%
rs640866096_G AG / AG ZNF394 -0.02 () 86% 150 x 1074
rsM767283_A AfA FEZF1-AS1 0.02 (1) 78% 160 x 10
rs1298310_G G/T - 0.02 [1) B9% 200 x 104
rsB099EE_G G6/6 MAML3 -0.02 [4) % 3.00 x10°%
rs1MB866420_C c/6 AFG3LIP 0.02 (1) % 410 x 1074
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rs34804222 A G/G HSD17B12 -0.02(-) B9% 520 x10°%
rsM772444_G G/6 EXOC4 0.02 (1) B81% 660 x 101
rs36851661_A AfA NEURODE 0.02 (1) 0% 6870 x10™%
rs1226414 A T/T LINCO1876 -0.01(-) 9% 6.80 x10-%
rs0638248_C c/c - 0.02 [1) 68% 9.00 x10-%
rs3007104_6 6/6 MDGA2 0.01 (1) B8% 140 x 10-%
rs28408364_C c/c LOC102724596 0.02 (1) 82% 110 x 108
rs1368646_T c/c - -0.02(-) 44% 130 x 10-%
rs11382986_A AT [ AT CNGB3 -0.02 () 17% 130 % 1078
rs7188873_A AflG TNRCBA 0.01(1) 38% 190 % 1078
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|

c/e LOC340107 0.02 (1)
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rs186723464_A AfA CACNAZ2D3 0.02 (1) 86% 1.20 x 10-2

rs794376_T G/C PMS2P3 -0.01(-) B7% 160 x 102

rs7972441_C C/A - 0.01 (1) 36% 1.90 x 10-2

rs7966865_A T ERBB3 0.01(-) 36% 230 x 102
rs10966084_C c/T cPQ 0.01 (1) 42% 240 x 102
rs767943_C C/A - 0.02 [7) 74% 270 x 1072

rs6707231_6 6/6 LINCO2070 0.02 (1) 69% 3.80 x 10°2
rs56066200_T T/TA spa 0.02 (1) 73% 480 x 1072
re12063727_G AJA KCNK3 -0.01(-) 7% 570 x 10°2
rs10134602_C C/A UNC79 0.01 (1) a1% 640 x 10°2

rsbG392241_A AjC ACPP 0.01(1) 670 x 102
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rs341621_G G/A DIAPH3 0.02 (1) 30% 6.90 x 10-2
rs9809849_G G/A LRRN1 0.01 (1) 67% 7.60 x 10-2
rs7381195_T T/A ELOVLY 0.01 (1) 30% 7.680 x 10-2
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rs7824766_T T/C SNTG! 0.02 (1)
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rs2397678_A AfG M2-AS1 0.02(1)
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rs1320330_T 6/6 TMEMIB 0.02(-) 17% 250 x 10"
rs76636062_C cT/cT ERBB4 -0.01(-) B2% 2,60 x 101
rs113142203_A CCCCCECEC / COCCCOCOt GATAD2B 0.01(-) 68% 270 x 101
rs369498608_C cc/ce - 0.01(-) 36% 280 x 10"

rs7626648_A T/T FPGT-TNNIZK, TNNISK -0.01(-) 443 3.30 x 101
rs561020886_A / ZNFB08 -0.02 (-) 82% 3.40 x 10"
rs2274668_G /6 ALX3 0.01 (1) 2% 4.00 x 10-"

rs36179240_T TATA / TATA SOXB 0.01(-) 430 x 101
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rs10104523_T T/C TERFI 0.01 (1)




rs11966430_T T/6 TENMZ 0.01 (1) 70% 870 x 10-"
rs12664512_T c/c LOCI01929663 -0.01(-) 58% 120 x 1070
rs10878360_A c/c ARIDAA 001 (-) a7% 130 x 1070

rs4334682_T c/c - 0.02(-) 16% 150 x 10°0

rs2849767 _A T/T MIR924HG 0.02 [-) 33% 160 x 10-°

rs11204771_G AfA GABPB2 -0.02 (-) 22% 2.00 x 100
rs9923663_A AfA MIRB06E 0.01 (1) 3% 2.00 x 100
rs6764919_6 G/A FHIT 0.01 (1) 74% 210 x 100
rs2650706_A G/6 TMEM26-AS1 0.02(-) 16% 210 x 107
rs286682_C /T PDZRN4 0.02(-) 18% 2.20 x 10-0

rs202440_T c/c FBX09 -0.02(-) 18% 2,00 x 10

rs093700_T c/c - -0.02(-) 310 x 1070
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rsO8BE8382_C c/6 NKAIN2 0.01[1) 7% 3.80 x10-°
rs19244388_G 6/6 BORCS7-ASMT, AS3MT 0.01 (1) 66% 400 x 10-0
rs1014403_6 G/A SPATAB 0.01 (1) 59% 200 x 10°0

4.40 x 1070
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rs@bb416b_G AfA PDX1-A81 0.01(-)

4.40 x10°°
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rs8604661_T T/T BPTF 0.01 (1)

rs34073670_C -0.01 (<) B0% 470 x 1070
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rs24b763_T c/C RANBP17 0.01(-) 32% 480 x 107

rs12448731_C c/T ZNF423 0.02 (1) 86% 480 x 100

rs11678880_G 6/6 LOC101929612, LINCO1806 0.01 (1) 540 x 100

rs13009323_A AfA LOC101926913 0.01(1) 670 x 107

rs70060844_T TTC / TTC BCLMA -0.01(-) 56% 580 x 10

rs4439637_T c/c - 0.01(-) 48% 7.00 x 1070
rs1962546_T T/C CAMTA1 0.01 (1) 48% 810 x 10
rs6966898_C c/c NUP206 0.01(1) 67% 830 x10°°
rs10616875_T T/6 CCSER1 0.01(1) 7% 9.40 x 1077
rs1770163_6 /16 MET 0.01(1) 67% 100 x 10°®
rs2174762_6 6/T LINCOOBB0 0.01 (1) 6b% 130 x 102

rs986919_C AlA NRXNA 0.01(-) 140 x 109
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rs13280602_C 6/6 TRPS1 0.01(-) 27% 160 x 10°°

rs10B46662_T ATTAATTAATTAA | ATTAATTAATTAA FAM1BBA -0.01(-) Bb0% 160 x 109

rs1166981_A PKN2-AS1 0.02(-) 0% 180 x 109
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KIF3B 002(-) 6% 200 x10°°

rs147633738_C cfc TSAGC 0.02 (1) 93% 2.20 x 102

rs1931262_T T/C LOC100996636 0.01(1) B1% 230 %109
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rs1468668_C 320 %109

-

LOC101928208 -0.01(-)

8

rs61960829_G G/6 - 0.03 (1) 4% 3.40 x 10°°
rs10743299_G c/c PLEKHAB -0.01 () 37% 350 x 10°°

430 x 1079
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0.02 (1)
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rs1428242_C CA /CA VPS26B -0.01(-) 430 x 10°°

3

rs36018434_T T/C NECABA 0.01 (1) 74% 5.00 x 102
rs10853981_6 /8 UHRF1 0.01 (1) 67% 500 x 109
rs376009440_A / BRWD1 -0.03 (-] 96% 530 x10°°

rs140681466_C C / CBBCCE FUBP1 0021 T 6.00 x 10-°

rs706240_C cjc LOC106374060 0.02 (1) 81% 6.30 x 10°°
rs10233473_C cfc PDE1C 0.01 (1) 76% 6.30 x 10°°
rs202149107_C / SOXB -0.02(-) 81% 670 x 10°°

rs4800204_C c/T ZNFB21 0.01 (1) 43% 810 x 10

rs762653389_A 6/6 FzD7 -0.01(-) 76% 9.80 = 109

rsg789483_A AfA FANCL 0.01(1) B3% 110 x 108

rs10746578_A 6/6 LOCI01927450 -0.01(-) 66% 140 % 108
r=36862264_C CA/CA CDKBRAP1 0.01(-) 29% 140 % 108
rs12602596_C T RBMS1 0.01(-) 63% 120 x10°8
rs7633341_G c/c DAB1 -0.01(-) 30% 130 x 108
rs147726178_C c/T ZNFBO4A 0.03 (1) 96% 130 x10°8
rs199607966_G T/T LOC440040 -0.02(-) 6% 130 x 108
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rs71301603_A 140 x 10-8
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rs12894029_T MIR4307HG 0.01 (1)

rs661086366_6 / LOCI06370606 -0.01(-) 63% 170 x 10°8
rs141666076_C cj/c LMo4 0.03 (1) 96% 180 x 108
rs12617438_T T/T - 0.01 (1) 6% 180 x 108

rs79764489_G 230 %108
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SIKE1 -0.01(-)

3

rs876097_A AjG SPEG 0.01 (1) 30% 2,60 x 108
rs117831144_C cfc MACROD2 0.04 (1) 7% 2,50 x 108
rs13216871_A A/B UTRN 0.02 (1) 88% 270 x10°®
rs1609698_C cfo TSHz2 0.01 (1) 665% 270 x 108
rs6686406_0 C/A IRF2BP2 0.01 (1) 67% 3.00 x 108

rs10167166_C 370 x 10°8
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rs1686634_6 OPRK1 0.01 (1) 20% 440 x 108
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rs13387970_0 AfA SCN2A 0.01[-) 460 x 108
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rs4986127_T G/G PDXDC1 -0.01(-)
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0.01(-)
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rs36080096_T 0.01(-)




